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The anatomical organization of the mammalian neocortex stands out among vertebrates
for its laminar and columnar arrangement, featuring vertically oriented, excitatory pyramidal
neurons. The evolutionary origin of this structure is discussed here in relation to the brain
organization of other amniotes, i.e., the sauropsids (reptiles and birds). Speciﬁcally, we
address the developmental modiﬁcations that had to take place to generate the neocortex,
and to what extent these modiﬁcations were shared by other amniote lineages or can be
considered unique to mammals. In this article, we propose a hypothesis that combines
the control of proliferation in neural progenitor pools with the speciﬁcation of regional
morphogenetic gradients, yielding different anatomical results by virtue of the differential
modulation of these processes in each lineage. Thus, there is a highly conserved genetic
and developmental battery that becomes modulated in different directions according to
speciﬁc selective pressures. In the case of early mammals, ecological conditions like
nocturnal habits and reproductive strategies are considered to have played a key role in
the selection of the particular brain patterning mechanisms that led to the origin of the
neocortex.
Keywords: antihem, cortical hem, dorsal ventricular ridge, intermediate progenitors, nidopallium, Pax6,
subventricular zone, reelin
INTRODUCTION
Mammals display an accumulation of evolutionary acquisitions
that include viviparity, lactation, major cranial and postcranial
skeletal reorganizations, respiratory and metabolic innovations,
changes in sensory capacities, and particularly the acquisi-
tion of a large brain, featuring a unique six-layered neocortex.
Like other innovations, once acquired, the neocortex remained
notably conservative, showing a highly maintained columnar
and laminar architecture in all mammals studied (Nieuwen-
huys, 1994; Rakic, 2009). Some incipient features of cortical
organization can be observed in limbic structures like the hip-
pocampus or the olfactory cortex of mammals, that resemble
more adequately the cortical organization observed in present
day reptiles. Nonetheless, the neocortex is one of those char-
acters in which no obvious intermediate structures can be
seen between its six-layered radial organization and the three-
layered, tangentially organized reptilian cortex (or the mam-
malian olfactory cortex and hippocampus; Aboitiz and Montiel,
2007a). Partly for this reason, the establishment of homolo-
gies between the mammalian and the nonmammalian brains has
been a matter of long and intense scientiﬁc debate for about a
century.
What developmental events were involved in the generation
of the neocortex is a fundamental question of evolutionary neu-
roscience. At ﬁrst instance, it may seem to have required major
transformations in the neural progenitor pools, cellular migra-
tion and establishment of connectivity. However, more detailed
observations have revealed a fundamental similarity in the embry-
ological processes underlying brain development in all vertebrates
studied (Striedter, 1997; Puelles et al., 2000; Puelles, 2001, 2011:
Brox et al., 2004; Aboitiz and Montiel, 2007a,b, 2012; Medina and
Abellán, 2009; Aboitiz, 2011). Here we propose that the expan-
sion and differentiation of the mammalian brain relies on highly
conserved neurodevelopmental mechanisms, that have been dif-
ferentiallymodulated in distinct lineages throughnatural selection
for speciﬁc perceptual and behavioral capacities. Thus, a basic par-
allelism can be found in the brain expansion of mammals and that
of the sister amniote lineage, the sauropsids (which includes rep-
tiles and birds). Nonetheless, there are proposed to be differences
in the regulatory systems that participate in brain patterning, asso-
ciated to diverging behavioral and ecological adaptations (Aboitiz,
2011; Aboitiz and Montiel, 2012).
We will review some aspects of cortical development in mam-
mals, and will make a comparison with what is known about
the brains of reptiles and birds, including recent evidence that
increasingly points to a common understanding of the evolution-
ary and developmental processes involved in the origin of the
mammalian and the sauropsidian brains. First, the principal fea-
tures of the mammalian neocortex will be discussed, followed by
a comparison with the brains of other amniotes, highlighting the
controversies on presumed brain homologies between mammals
and sauropsids. Then, we will offer a proposal that in our view
accounts for many of the apparent discrepancies that have been
raised in this subject. Basically, the point is that brain growth
relies on the expansion of different embryonic components in
mammals and sauropsids (dorsal pallium vs. ventral pallium,
respectively), but these non-homologous regions have recruited
conserved genetic and developmental mechanisms for progenitor
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ampliﬁcation and neural differentiation (Aboitiz, 2011). Thus,
although the expanding brain regions are not strictly homologues
in birds andmammals, there is a basic conservation of the develop-
mental pathways that are activated in each of them. Finally, we will
present a unifying perspective in which coordinated anatomical,
neurobiological and behavioral factors conﬂated in the selection
of modulatory mechanisms that provided a differential regulation
of patterning centers, neurogenesis and neural differentiation in
the origin of the neocortex. This perspective ﬁts current Dar-
winian interpretations of the role of ecology and behavior in
the selection of distinct developmental pathways (Lister, 2013;
Spence et al., 2013).
THE NEOCORTEX: DISTINCTIVE FEATURES
The anatomical organization of the mammalian neocortex is
unique among vertebrates. Although basic mechanisms control-
ling the proliferation of progenitors, the radial migration of
excitatory neurons and the tangentialmigration of most inhibitory
neurons from the medial ganglionic eminence may be shared with
other vertebrates (Aboitiz, 2011), the neocortex differs conspic-
uously from comparable structures of other vertebrates in the
radial organization of clonally related columns of excitatory neu-
rons, that arise in development via migration along a radial glia
that is also a progenitor cell (Noctor et al., 2001; Torii et al., 2009;
Yu et al., 2009; Li et al., 2012; Malatesta and Götz, 2013). Along
the developing column, cells differentiate in six horizontal lay-
ers that provide the neocortex with its laminated appearance.
Furthermore, the neurogenetic sequence is inside-out, that is, it
differs from many other structures in that early produced neu-
rons make up the deepest layers, and late-produced neurons have
to migrate past layers of early born neurons to end up in suc-
cessively more superﬁcial layers (for reviews, see Rakic, 2009;
Aboitiz and Montiel, 2012).
Another peculiar aspect is that during embryogenesis, a tran-
sient structure develops before the adult neocortex, called the
preplate, consisting of tangentially migrating Cajal-Retzius cells
that secrete the glycoprotein reelin on the most superﬁcial corti-
cal layer (Aboitiz et al., 2005; Molnár et al., 2006). Cajal-Retzius
neurons develop a dense axonal plexus in the superﬁcial preplate,
which serves to deﬁne the limits of the marginal zone or future
layer I of the neocortex. These cells usually express the factor p73
and originate mostly in the dorsomedial aspect of the cerebral
hemisphere (the cortical hem), but also in the lateral hemisphere
(the antihem), in frontal regions of the hemisphere and in the
ventral thalamus, and populate the developing neocortex from
different directions (Meyer, 2010; Puelles, 2011). Interestingly,
the positioning of Cajal-Retzius cells in the embryonic cortex is
regulated by the endfeet of radial glia (Kwon et al., 2011) and
by meningeal derived factors (Borrell and Marín, 2006). Con-
versely, reelin activates Notch function in radial glia, accelerating
neurogenesis (Lakomá et al., 2011).
Cajal-Retzius neurons are important for the establishment of
the inside-out neurogenetic gradient in the neocortex, as the reeler
mouse displays an abnormal outside-in neurogenetic sequence
(although the defect is not homogeneous along the cerebral
cortex and also affects limbic regions; Boyle et al., 2011). Cur-
rent interpretations of reelin function imply that it promotes
adhesion of migrating neurons to the extracellular matrix by
activation of integrin alpha 5 beta 1 (Sekine et al., 2012). Fur-
thermore, reelin signaling, mediated by Dab1, becomes activated
in the very last stages of neuronal migration, during radial glia-
independent translocation (Franco et al., 2011). Reelin-producing
Cajal-Retzius neurons are present in the brains of other nonmam-
mals like reptiles and birds, but in mammals the production of
these cells underwent a massive ampliﬁcation (Bar et al., 2000;
Nomura et al., 2008, 2009). Nonetheless, artiﬁcial ampliﬁcation of
reelin expression in the developing chick brain induces a strong
radial orientation of radial glia and a highly polarized vertical
shape of migrating neurons (Nomura et al., 2008).
In the preplate, below the Cajal-Retzius layer, there is a deeper
layer consisting of diverse cell types that arise by both radial and
tangential migration. With the arrival of the neurons that will
make the adult neocortex, the preplate becomes split into a super-
ﬁcial marginal zone (future layer I), containing the Cajal-Retzius
cells, and a subplate that contains the elements that were located in
the deep preplate. The future neocortical neurons arrange between
these two layers, in the so-called cortical plate. Subplate neurons
make up a transient layer that serves to guide and maintain thala-
mocortical axonswhile the deﬁnite cortical plate (adult neocortex)
maturates (Molnár et al., 2012). Subplate axons establish complex
but short living circuits with thalamocortical axons and with neu-
rons of the developing cortical plate, until the latter become able
to receive these axons. Removal of the subplate can have pro-
found effects on the circuitry of the neocortex, indicating that it
is a crucial regulator of neocortical plasticity (Kanold and Luh-
mann, 2010). The subplate is barely discernible in marsupials and
increases in complexity as theneocortex expands in size indifferent
species (Aboitiz et al., 2005; Montiel et al., 2011). In monotremes,
a subplate-like structure has been identiﬁed in the lateral hemi-
sphere that is traversed by thalamocortical axons (Ashwell and
Hardman, 2012). In reptiles, subplate markers appear scattered in
the superﬁcial cell layer of the turtle dorsal cortex, while mark-
ers of the deep neocortical layer VI are found in the deep cellular
layer of the dorsal cortex. GABAergic preplate-like neurons are
also found in the deep internal plexiform layer of the turtle dorsal
cortex (Montiel et al., 2011). A current evolutionary interpreta-
tion of the mammalian subplate is that it comprises both ancestral
components that are scattered in the developing reptilian cortex,
and newly acquired ones as the neocortex has become increasingly
complex (Aboitiz et al., 2005; Montiel et al., 2011).
The cortical plate that grows between the marginal zone and
the subplate, making up the future cortical layers II–VI, develops
in the already described inside-out sequence, with deep layer VI
forming ﬁrst, then layer V above it, then layer IV and ﬁnally the
superﬁcial layers III and II (layer I, the marginal zone, remains
largely free of neurons after Cajal-Retzius cells disappear in late
development, together with the subplate; for reviews, see Aboitiz
et al., 2003; Rakic, 2009). Radial glia, once beleived to represent
only a scaffolding for neuronal migration, have been recognized
in the last years as the main neural stem and progenitor cells in
development, differentiating into many cortical cell types, includ-
ing excitatoryneurons, astrocytes andoligodendrocytes (Malatesta
and Götz, 2013). On the other hand, most inhibitory neurons
originate in the subpallium and populate the developing cortex
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via tangential migration (Anderson et al., 1997). Radial glia has
shown to be highly diverse, some producing both glia and neu-
rons, others only glia and others only neurons (Malatesta and
Götz, 2013). A recent study identiﬁed a population of radial glia
that is committed to produce only neurons to the superﬁcial lay-
ers IV-III-II (Franco et al., 2012). In the deepest ventricular zone
(VZ) of the hemisphere, early progenitors divide symmetrically,
increasing their number, but also make up asymmetrical divisions
that give rise to a self-renewing progenitor and to a cell that differ-
entiates into a neuron, making up the earliest radial components
of the subplate and the cortical plate (deep layers). Later in devel-
opment, these asymmetric divisions generate one intermediate
progenitor that may remain in the VZ and migrate contributing
to deep neocortical layers; or may remain above the VZ, in the
subventricular zone (SVZ), and keeps dividing for one or more
cell cycles, producing mostly late-born, superﬁcial cortical neu-
rons (see Figure 1; Tarabykin et al., 2001; Farkas and Huttner,
2008; Pontious et al., 2008). The growth of the SVZ has been
associated with neocortical expansion both in development and
across species (Farkas and Huttner, 2008; Pontious et al., 2008),
and appears to underly the developing neocortex of all mam-
mals, including marsupials and monotremes. On the other hand, a
SVZ containing intermediate progenitors is still lacking or is min-
imal in most reptiles, but appears in the subpallium of crocodiles
(phylogenetically close to birds) and is maximally expressed in
the embryonic avian nidopallium. The SVZ is also present in
the hyperpallium of some birds who have developed this struc-
ture, possibly associated to binocularity (see below; Charvet et al.,
2009; Cheung et al., 2010; Heesy and Hall, 2010; Aboitiz, 2011;
Ashwell and Hardman, 2012).
FIGURE 1 | Neocortical development.The deep ventricular zone (VZ) and
the subventricular zone (SVZ) are the compartments where cell proliferation
takes place. (A) In early cortical development, primary neural progenitors or
radial glia (RG) in the VZ divide and give rise to early neurons that migrate to
the preplate (PP), and then make up the embryonic subplate (SPl). (B, C)
Later in development, radial glia generate intermediate progenitors (IP),
that keep dividing and producing neurons into the emerging cortical plate
(CP, future layers VI–II of the neocortex), in an inside-out gradient where
deep layers (VI–V) are formed ﬁrst and mostly derive from progenitors in
the VZ, and superﬁcial layers (IV–II) are formed later, deriving from
progenitors in the SVZ. The more superﬁcial layer (Layer I) is the remnant of
the embryonic marginal zone (MZ), in which Reelin-producing Cajal-Retzius
neurons are located.
COMPARISONWITH SAUROPSIDIAN BRAINS
The architecture of the mammalian neocortex differs signiﬁcantly
from brain structures that are observed in other amniotes. We
will ﬁrst make a brief account of the organization of the reptil-
ian and avian brains in order to provide sufﬁcient background
for the discussion. The neocortex and other structures to be com-
mented here belong to the pallium, i.e., the “roof” of the cerebral
hemisphere or telencephalon, which is separated from the more
ventral subpallium by the pallio-subpallial boundary in the lateral
telencephalon (see Figure 2). In mammals, the pallium is fur-
ther subdivided into the medial pallium (hippocampus), dorsal
pallium (neocortex), lateral pallium (dorsal olfactory cortex and
other structures like the dorsolateral claustrum and parts of the
insular region), and a newly described subdivision between the
lateral pallium and the subpallium, termed the ventral pallium (in
mammals, this gives rise to the pallial claustroamygdaloid com-
plex, olfactory bulbs and ventral olfactory cortex). In all species,
the ventral pallium is characterized by lack of expression of Emx1
(a marker of all other pallial subdivisions), and the strong expres-
sion of Lhx9 in the ventricular surface. The gene Pax6 is expressed
in the VZ of all pallial regions and a small region of the subpal-
lium (for further details, see Fernández et al., 1998; Puelles et al.,
1999, 2000; Medina and Abellán, 2009; Medina et al., 2011). While
the correspondences of the medial pallium with the hippocampus,
and of the lateral pallium with the olfactory cortex are conserved
in all amniotes, there has been controversy about the homologies
of the dorsal and ventral pallial regions across species (Northcutt,
1969; Northcutt and Kaas, 1995).
In reptiles, pallial cortical structures are located in the medial
pallium (medial and dorsomedial cortex, comparable to the
FIGURE 2 |The cerebral hemispheres of reptiles and mammals.The
pallium of reptiles has medial/dorsomedial (MC), dorsal (DC, corresponding
to the avian hyperpallium) and lateral (LC) cortices; and a dorsal ventricular
ridge, whose anterior part (ADVR) corresponds to the avian nido and
mesopallium. The MC of reptiles corresponds to the hippocampus (HIP) of
mammals, and the LC is homologous to the mammalian olfactory cortex
(OC). The mammalian neocortex (NC) comprises two moieties, one dorsal
(NCd, receiving lemnothalamic somatosensory and visual inputs), and one
lateral (NCl, receiving auditory and visual collothalamic inputs). AM, pallial
amygdalar formation, CL, claustrum, CS, corpus striatum, PSP,
pallial-subpallial boundary.
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hippocampal formation), dorsal pallium (dorsal cortex) and lat-
eral pallium (lateral or olfactory cortex; Figure 2). These cortical
regions display a 3-layer organization as opposed to the 6 layers
of the neocortex, which makes the reptilan cortex more simi-
lar in structure to the mammalian hippocampus and olfactory
cortex (Aboitiz et al., 2003). Furthermore, the reptilian cortex
is quite small as compared to the expansive mammalian neo-
cortex. Nonetheless, reptiles possess the dorsal ventricular ridge
(DVR), an intriguing nuclear component that bulges into the
cerebral ventricle and undergoes a signiﬁcant but limited expan-
sion, yielding an about two-fold increase in hemisphere size with
respect to amphibians (Northcutt, 2013). The DVR is subdivided
into an anterior component (ADVR) receiving thalamic sensory
input (mainly visual and auditory), and a posterior component
(PDVR) that projects to hypothalamic nuclei and has been com-
pared to parts of the amygdalar system of mammals. In birds,
there is a well differentiated hippocampus, and the equivalent
to the reptilian dorsal cortex has been claimed to be the hyper-
pallium (mentioned in the section above); ﬁnally the lateral or
olfactory cortex is not very well developed. The avian equivalent
to the ADVR corresponds to the nidopallium (also mentioned
above; this includes a visual receiving nucleus called entopal-
lium and an auditory region called ﬁeld L), and the mesopallium.
The nidopallium and the ventral/posterior DVR (arcopallium
in birds), as well as parts of the olfactory cortex and olfactory
bulb, have been found to derive from the embryonic ventral
pallium referred to above, while the mesopallium has a lateral
pallial origin (Puelles et al., 1999, 2000; Medina and Abellán, 2009;
Medina et al., 2011).
The comparison of the avian nidopallium/mesopallium with
mammalian structures has been a matter of controversy for
about a century. While some early anatomists and embryologists
associated the ADVR/nidopallium to the mammalian amygdalar
complex (Holmgren, 1922; Källén, 1951), calling both struc-
tures the hypopallium, others considered that it belonged to
the corpus striatum in the subpallium (Ariëns Kappers et al.,
1936). In the 1960s, hodological and neurochemical evidences
strongly pointed to a pallial origin of this structure (Karten, 1968,
1969; Parent and Olivier, 1970). Furthermore, Karten (1968;
1969) identiﬁed two kinds of sensory projections to the pal-
lium of amniotes. In the ﬁrst kind -now called lemnothalamic-,
sensory projections ascend directly via lemniscal pathways to tha-
lamic nuclei that relay this input to the pallium. In the second
class of ascending projections -called collothalamic- there is a
relay in the mesencephalon before reaching the thalamus and
then the pallium (Butler, 1994a,b). According to this deﬁnition,
the somatosensory projection is lemnothalamic and the auditory
projection is collothalamic. In the visual system, two pathways
were described, one lemnothalamic (receiving ascending retinofu-
gal projections) and the other collothalamic (receiving ascend-
ing tectofugal projections). In Karten’s and colleagues account,
both the DVR/nidopallium of sauropsids and the auditory and
visual extrastriate neocortex of mammals receive collothalamic
projections, while the sauropsidian dorsal cortex/hyperpallium
and the mammalian somatosensory and primary visual neo-
cortex are associated to the lemnothalamic pathways. Based
on these similarities, Karten and collegues proposed that the
core sensory processing circuits of the avian nidopallium were
homologous to those found in the laminated auditory and extras-
triate visual neocortex in mammals. On the other hand, the
equivalent circuits in the hyperpallium of birds were proposed
to be homologous to those in the somatosensory and primary
visual cortices (Karten, 1968, 1969, 1991, 1997, 2013; Butler,
1994a,b; Reiner, 2009). For example, in the case of the extras-
triate visual cortex of mammals, a circuit involving thalamic
recipient layer IV, then layers II-III and ﬁnally the output deep
cortical layers V-VI was homologous to a circuit encompassing
the entopallium (a subdivision od the nidopallium), the general
nidopallium and the arcopallium in birds (the avian homologue
to layer IV of auditory cortex is proposed to correspond to a
subsector of the region termed ﬁeld L in the nidopallium; Karten,
1969, 1997).
Other authors have argued that the processing circuits of the
DVR/nido-mesopallium arise from a different embryonic terri-
tory (ventral or lateral pallium) than those of the neocortex,
which originates from the dorsal pallium, like the reptilian dorsal
cortex and the avian hyperpallium. This has strongly challenged
the homologies proposed by Karten and collegues (Aboitiz, 1992,
1995; Striedter, 1997, 2005; Fernández et al., 1998; Puelles et al.,
1999, 2000; Striedter and Keefer, 2000; Puelles, 2001, 2011; Med-
ina et al., 2004, 2011; Medina andAbellán, 2009 for a recent review,
see Alfano and Studer, 2013) Furthermore, separate and distinct
medial, dorsal, lateral and ventral pallial subdivisions have been
also described in amphibians and ﬁsh (Puelles, 2001, 2011; Brox
et al.,2004;Northcutt andGonzález,2011). It follows that the com-
mon amniote ancestor had a likewise parcellated pallium, which
prescribes non-homologybetween the (dorsal pallial) neocortex of
mammals and the (ventral pallial) nidopallium of birds. In order
to provide ventral pallial cells to the neocortical circuits described
above (as Karten’s hypothesis implies), a massive neuronal migra-
tion from the ventral pallium to the dorsal pallium would
be required, something that has not been observed. Nonethe-
less, in mammals, embryonic ventral pallial excitatory neurons
derived from progenitors expressing Dbx1, reach the developing
neocortex to disappear shortly after birth (Teissier et al., 2010;
discussed in Puelles, 2011). Of note, these transient neurons
contribute to maintaining the proliferative state of cortical pre-
cursors and to the development of superﬁcial neocortical layers
(Teissier et al., 2012).
Considering the lack of evidence for tangentialmigration, some
supporters of Karten’s views proposed that in early amniotes,
the collothalamic-recipient territory was either undifferentiated
or of ventral pallial origin, and became transformed into a
dorsal pallial region in mammals (while in sauropsids it dif-
ferentiated into, or remained as a ventral pallial territory;
Butler, 1994a,b; Reiner, 2000, 2009, 2013; Molnár and But-
ler, 2002a,b). However, there is no comparative evidence of a
transformation process, and no undifferentiated territory has
been identiﬁed in amphibians or in reptiles that might have
been transformed into ventral or dorsal pallium (Brox et al.,
2004). Furthermore, this alternative requires the speciﬁcation
of a mechanism by which collothalamic afferents remained in
this site despite a major transformation in the adult pheno-
type.
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A crucial issue in Karten’s and followers hypothesis is their
proposal that the auditory- visual extrastriate neocortex and the
nidopallium receive homologous collothalamic sensory afferents.
On the other hand, Bruce and Neary (1995) and later Puelles
et al. (2005) and Puelles (2001, 2011), argued that mammalian
collothalamic projections to the neocortex are not homologous
to the collothalamic projections to the nidopallium of birds, as
they arise from non-homologous thalamic nuclei. In this view,
thalamic projections to the mammalian auditory/visual extrastri-
ate neocortex would have arisen independently from those to the
avian nidopallium. Mammalian homologues to the sauropsidian
collothalamic projections are claimed to remain, but directed to
the ventral pallial basolateral amygdala. However, these projec-
tions are considered by other authors to differ profoundly from
those terminating in the avian nidopallium (Reiner et al., 2005;
Reiner, 2013). Intense arguments have come back and forth in
this issue, which to be fair has not been settled yet (see reviews in
Aboitiz and Montiel, 2007a, 2012; and Aboitiz, 2011).
A third possibility is that the so-called collothalamic projec-
tions were re-routed from the ventral pallium into the emerging
neocortex in early mammals (Aboitiz, 1995, 2011; Aboitiz and
Montiel, 2007a; see also Puelles, 2001). In this case, there would
be a subcortical homology of the sensory pathways but their ﬁnal
site of termination would be different in mammals and sauropsids
by virtue of a displacement of the axonal pathways. In this con-
text, we have suggested that the transient ventral pallial neurons
that populate the developing neocortex (Teissier et al., 2010, 2012)
might have contributed to re-direct collothalamic afferents that in
ancestral amniotes reached the ventral pallium, into the expand-
ing neocortex of early mammals (Aboitiz and Montiel, 2012; see
also Alfano and Studer, 2013).
PALLIAL NEURONAL TYPES AND PROLIFERATIVE
PROCESSES IN AMNIOTES
Despite originating from different pallial components, the mam-
malian neocortex and the sauropsidian nidopallium/DVR have
long been claimed to serve similar sensory and behavioral func-
tions. The question then arises as to what extent there are
similarities in the neural processing circuits in these two expanding
brain regions in both animal groups, and whether there are com-
mon phenotypes expressed in their neuronal components, even if
such regions may not be homologous. Nonetheless, it is important
to compare developmentally equivalent regions across species as
well, in order to distinguish the possibilities that the shared sig-
natures correspond to ubiquitous pallial markers that are found
throughout the pallium, or to the result of phenotypic convergence
in two otherwise different brain components.
Several recent ﬁndings indicate that there is expressionof super-
ﬁcial and deep neocortical markers in the corresponding dorsal
cortex and in other regions of the reptilian and avian brains
(see Table 1). For instance, Luzzati et al. (2009) observed expres-
sion of Tbr1, doublecortin and polysialylated neural cell adhesion
molecule in the dentate gyrus (hippocampus) and the superﬁ-
cial layers of neocortical and olfactory cortical areas of mammals,
and in medial, lateral, and ventral pallial regions of the lizard
(medial cortex-hippocampus, lateral cortex, and DVR/nucleus
sphericus respectively). According to these authors, these markers
were co-opted for the origin of late-produced neuronal types in
the DVR of sauropsids and in the neocortex of mammals. Addi-
tionally, the gene Brn2, active in the superﬁcial neocortical layers
II-III, is expressed in the hyperpallium apicale, mesopallium and
part of the nidopallium of the quail (Nomura et al., 2008). On the
other hand, the gene Er81, active in the hippocampus, the neo-
cortical layer V, amygdala and striatum of the mouse, is expressed
in the hippocampus, parahippocampal region, arcopallium and
striatum of birds (Nomura et al., 2008). More recently, Suzuki
et al. (2012) observed a series of upper and mid-neocortical layer
markers (layers II-IV; Satb2, Cuz2, Met2c, and FoxP1) in the
mesopallium of the chick, and lower layer neocortical markers
(mainly layerV; FoxP1, Er81, Fezf2,Ctip2) in the parahippocampal
region.
The above evidence has suggested to some of these authors
(Nomura et al., 2008, 2013a,b; Suzuki et al., 2012) that the pheno-
typic differentiation sequence occurs in different axes in mammals
and sauropsids. According to them, in the mammalian neocortex,
phenotypic segregation takes place radially, with different types
of neurons originating in the same region (and likely from the
same progenitor) of the VZ, but in a speciﬁc temporal sequence
(early born neurons make up deep layers, and late born neurons
make up superﬁcial layers). On the other hand, in birds, the dif-
ferentiation sequence is proposed to run in a tangential pattern,
with markers for deep neocortical neurons in the hippocampus
and arcopallium, while the neuronal markers of superﬁcial or
middle neocortical layers are present in the derivatives of the
hyper-, meso- and nidopallium. Furthermore, Suzuki et al. (2012)
observed that unlike in vivo, where progenitors appear to have a
more restricted fate, cultured chick neural progenitors of either
medial or lateral pallium produce multiple layer-speciﬁc neuronal
subtypes in the same chronological sequence as seen in mam-
mals. Thus, a temporal sequence of differentiation of neuronal
types comparable with that found in the mammalian neocor-
tex is apparently inherent in parts of the avian pallium (Suzuki
et al., 2012; see also Chen et al., 2013; Nomura et al., 2013a,b).
Nomura et al. (2008) did make a controlled regional analysis of
their markers in both species, ﬁnding a topographic parallelism
in the lower layer markers but not in the upper layer mark-
ers (see Table 1). However, the report by Suzuki and Hirata
(2013) can be criticized for not having sampled developmentally
equivalent regions in birds and mammals, as these authors seem
to imply that mammalian neocortex can be compared straight-
forwardly with the whole pallium of sauropsids. Furthermore,
they did not document with precision the sites of the explanted
tissues, which may cast some doubts on the in vivo–in vitro
comparisons.
Another report (Dugas-Ford et al., 2012) used a set of cross-
species reliable markers of neocortical input and output layers
in different mammalian species (see Rowell et al., 2010), and
observed that the superﬁcial layer IV (thalamo-recipient layer)
markers EAG and RORB were found in the anterior dorsal cortex
(area D2) of the turtle and in the thalamo recipient hyperpallium,
entopallium and Field L of birds. On the other hand, the above
mentioned Er81, marker for the efferent neocortical layer V, was
expressed in the posterior two thirds of the dorsal cortex of the tur-
tle, with some scattered neurons anteriorly (note the discrepancy
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with Nomura et al., 2008; Suzuki et al., 2012; Table 1). There was
a small region of overlap, but no double-stained neurons were
found. In birds, Er81 was found in the hyperpallium and arco-
pallium, which is partly consistent with the ﬁndings by Nomura
et al. (2008). Dugas-Ford et al. (2012) claim that a basic pallial
circuit comprising input-thalamorecipient and output neurons is
present in the ventral as well as in the dorsal pallial regions of both
mammals and sauropsids. These authors further argue that their
ﬁndings support Karten’s homology hypothesis; however, this evi-
dence does not contradict the claustroamygdalar hypothesis either
(Aboitiz, 1995; Striedter, 1997; Puelles et al., 2000), as all neocor-
tical input-output elements might just correspond to those found
in the avian hyperpallium and turtle dorsal cortex. Furthermore,
a tangentially separated input-output organization, similar to that
found in the nido-arcopallium, is observed in the mammalian
amygdala, where thalamorecipient neurons in the lateral ante-
rior amygdala express RORB and EAG, while Er81 is expressed
in output neurons of the basolateral amygdala (see Allen Brain
Atlas). Note that the basolateral amygdala and the lateral anterior
amygdala derive from the lateral and ventral pallium, respectively;
Medina et al. (2011). This evidence is in general consistent with
homology between the nido-arcopallium and the mammalian
amygdala, as the claustroamygdalar hypothesis prescribes.
Dugas-Ford et al.’s (2012) article has sparkled some debate
in the controversy about neocortical homologues. Reiner (2013)
celebrated these ﬁndings, as they bridge evidence from expres-
sion markers and hodology. This author comments the evidence
that markers of layers IV and V are also expressed in the mam-
malian amygdala. Nonetheless, he restates the argument for
homology between the thalamic projections to the visual extras-
triate/auditory cortex in mammals, and those to the ﬁeld L2
(auditory) and entopallium (visual) in birds, based on similarities
in the auditory input to the auditory cortex and the nidopallium
(both tonotopic), while the auditory projection to the mammalian
amygdala is non-tonotopic. In addition, he calls attention to some
similarities in gene expression between the avian nidopallium and
the auditory cortex, which are positive for dbx1 and negative for
Lmo4, while the claustroamygdaloid complex of mammals shows
the reverse pattern.
On the other hand, Medina et al. (2013) assert that some of
the markers used by Dugas-Ford et al. (2012) are not speciﬁc to
the layers they are referred to, and are expressed in other parts of
the pallium and even the subpallium (see above). Furthermore,
these are likely general markers of thalamorecipient and descend-
ing projection pallial neurons. However, these authors leave open
the possibility of a different kind of homology, termed genetic or
deep homology, between the phenotypes observed in the differ-
ent groups, which implies a genetic conservatism underlying the
development of non-homologous structures (Shubin et al., 2009).
Two very recent articles used bioinformatic proﬁling of some 50
constitutive genes (Jarvis et al., 2013) and 16 developmentally reg-
ulated genes (Chen et al., 2013) in the zebraﬁnch brain. Among the
pallial developmentally regulated genes are Pax6, Emx2 and others
that are important for early patterning, as well as later-expressed
ones like Er81 and COUP-TF2. Nonetheless, these authors did not
use othermarkers that distinguish between the ventral palliumand
other pallial regions, like Emx1 or Lhx9 (Puelles et al., 1999, 2000;
Medina and Abellán, 2009; Medina et al., 2011). Jarvis et al. (2013)
and Chen et al. (2013) observed a distinct partitioning of gene
expression proﬁles, in which the mesopallium and the hyperpal-
lium dorsale (HD) appear as a single subdivision, while the more
dorsal hyperpallium apicale/hyperpallium apicale lateralis (HA,
lHA) on one hand, and the nidopallium on the other, express very
similar patterns of gene expression. Finally, the intercalated hyper-
pallium (IH) and the thalamorecipient entopallium (visual) and
ﬁeld L (auditory) also share a distinct molecular proﬁle (see color
codes in Table 1). Based on this pattern, these authors have pro-
posed a new nomenclature for the subdivisions of the avian brain,
inwhich there is a semi-mirror reversal of gene expressions in both
directions away from the intermediate mesopallial lamina. These
authors speculate about a close developmental relation between
the dorsal and ventral pallium, which is proposed to be a continu-
ous ﬁeld in early development but a topographic distortion and/or
a dorsal migration would separate this ﬁeld into the dorsal hyper-
pallia apicale and apicale lateralis in a dorsal position, and the
nidopallium in a ventral position. They make also some consider-
ations about a possible functional columnar-like organization of
the avian pallium.
The ﬁndings by Jarvis et al. (2013) and Chen et al. (2013) were
critically commented by Montiel and Molnár (2013), who in ﬁrst
instance showed concerns about the selection of the genetic mark-
ers used, and whether using a different set of genes would have
provided different results. Montiel and Molnár (2013) assert that
some constitutive genes (such as the 21 glutamate receptor genes)
are very likely overrepresented in the sample and may not refer
to developmental patterning processes. Furthermore, Chen et al.
(2013) did not use any early markers that distinguish between dif-
ferent pallial regions in several species (Brox et al., 2004; Medina
et al., 2005, 2011), which makes it difﬁcult to assess homologies of
the distinct pallial components in other vertebrates. Thus, Mon-
tiel and Molnár (2013) highlight the differences with other gene
mapping and cell migration studies (Fernández et al., 1998; Redies
et al., 2001; Nomura et al., 2008; Medina and Abellán, 2009; Med-
ina et al., 2011; see also Puelles et al., 1999, 2000), and propose that
similarity in gene expression proﬁles between say, the nidopallium
and parts of the hyperpallium, could more easily be explained by
the parallel or convergent recruitment of similar developmental
programs in these regions (see also Aboitiz, 2011; Medina et al.,
2013). In this context, the relatively late developmental appear-
ance of the apical hyperpallial markers in Chen et al. (2013; see
their Figure 20) might relate to the fact that the dorsal pallium is
a newly expanding region in birds, while the genetically similar
nidopallium and mesopallium already started its ampliﬁcation in
the reptilian lineage as the DVR. It will be of the greatest interest to
observe similar studies performed in reptiles, mammals and also
amphibians to determine which of these patterns are ancestral and
which derived in amniotes.
Finally, Belgard et al. (2013) published a much larger scale
transcriptomic analysis (over 5,000 genes) in the telencephalon
of adult mouse and chicken, obtaining different results. In
chicken, samples were taken from hyperpallium, mesopallium,
dorsolateral corticoid area, nidopallium and arcopallium. Mouse
samples were dissected from layers of dorsal and lateral cortex,
claustrum-endopiriform complex and pallial amygdala. Striatum
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and hippocampus from both species were also used as control
samples. First, regions of known homology and conserved func-
tion across species like the hippocampus and corpus striatum
showed a signiﬁcant conservation of expression domains. Sec-
ondly, these authors found a somewhat weaker but still signiﬁcant
correlation between expression patterns in neocortical layer IV
of the mouse and in the nidopallium of the chicken (Table 1).
Other components did not show signiﬁcant correlations. How-
ever, this ﬁnding was not interpreted as resulting from homology
between neocortical layer IV and nidopallium, but from conver-
gence due to functional and hodological similarity, because (i)
only 5 genes explained the cross-species overlap; (ii) three of the
“top hub” genes display expression in a variety of brain regions;
and (iii) these regions have a different embryonic origin (nidopal-
lium, ventral pallium; neocortical layer IV, dorsal pallium), and
their ﬁndings did not evidence any trace of tangential migration
from the mammalian ventral pallium into the neocortex.
Despite some dicrepancies across studies which might partly be
due to the use of different bird species, an overall pattern shows
up when examining these ﬁndings altogether (see Table 1). The
avian medial pallium and the medial aspect of the hyperpallium
on one hand, and the arcopallium on the other, appear to express
markers of early produced and mid-term hippocampal, neocor-
tical and amygdalar neurons in mammals. On the other hand,
regions in the avian hyperpallium, nidopallium and mesopallium
display mid-term or late-produced mammalian neocortical mark-
ers. The general pattern observed is that in both mammals and
birds, there is little topographic overlap between the mammalian
inferior layer and the superior layermarkers inmost pallial regions,
with the obvious exception of the mammalian neocortex, and the
developmentally equivalent avian hyperpallium (Table 1; but in
birds these have not yet been found to be clonally related as in the
neocortex). The mesopallium and nidopallium notoriously lack
inferior layer markers, showing much similarity with the mid-and
superior layer neocortical phenotypes.
To end this section, we want to emphasize that if the question
is the origin and evolutionary divergence of the amniote brain,
research might be better directed to the reptilian rather than to
the avian brain, particularly to the reptilian DVR and the dor-
sal cortex, derivatives of the ventral and dorsal-medial pallium,
respectively (Luzzati et al., 2009; Nomura et al., 2013a; Northcutt,
2013). The reptilian condition is closer to that of the ancestral
amniote than that of birds, and the possibility of convergence due
to an increased brain size in birds and mammals may be less sig-
niﬁcant with reptiles. In addition, the study of amphibian brain
developmentmight provide important insights about the ancestral
amniote brain (Brox et al., 2004).
A UNIFYING HYPOTHESIS
Attempting to interpret some of the apparently discrepant evi-
dences shown above, we proposed a neuro-developmental model
of the amniote brain, taking into account the recent evidence
of the patterning effect of distinct and evolutionarily conserved
morphogenetic centers, located in the dorsomedial hemisphere
(the cortical hem), the anterior and ventral forebrain (anterior
neural ridge-related to olfactory placodes, and septal region in
later stages), and the lateral hemisphere (the antihem; Figure 3;
FIGURE 3 | Above, dorsal and ventral patterning centers in the
cerebral hemispheres, and presumed ancestral condition. The dorsally
located cortical hem (CH) expresses dorsalizing factors like Wnts and
Emxs and patterns the embryonic medial pallium (MP, hippocampal
formation and homologous structures) and the dorsal pallium (DP,
neocortex in mammals; dorsal cortex/hyperpallium in sauropsids). On the
other hand, the antihem, induced by Pax6 activity, speciﬁes the ventral
pallium (pallial amygdala in mammals, DVR/nidopallium in sauropsids).
Pax 6 is expressed in a anteroventral-to-caudodorsal gradient that
counteracts with the dorsalizing factors, and contributes also to
neocortical and hippocampal patterning in mammals. In the common
ancestor, perhaps similar of present-day amphibians, there was possibly
a relatively large dorsal pallium, at the expense of the development of
other pallial regions (Northcutt, 2013). Below, hypothetical scenario of
developmental evolution in the pallium of amniotes. Pax6 is proposed
here as a candidate to drive the ampliﬁcation of progenitor proliferation in
the brains of different amniotes, but there may be other or additional
factors contributing to this process. Pax6 expression is proposed to have
been upregulated in both sauropsids and mammals. In reptiles, this
event produced a modest ampliﬁcation of the antihem (AH) and the
ventral pallium (VP), giving rise to the dorsal ventricular ridge. In birds,
Pax6 ampliﬁcation reached higher levels, expanding the nidopallium and
mesopallium, and also reaching the DP, contributing to generate the
hyperpallium. Conversely, in mammals, in addition to Pax6 enhancement
there was a concomitant upregulation of dorsal signals (illustrated by an
increase in Wnt and Emx activities), which antagonized Pax6 signaling,
restricting the expansion of the antihem. Furthermore, in mammals,
upregulation of Pax6 and dorsal signals show a signiﬁcant overlap,
allowing Pax6 to inﬂuence the expansion of the DP, giving rise to the
neocortex. Not shown for simplicity is the anterior forebrain, patterned by
the action of FGFs, which may have also contributed to brain expansion
particularly in mammals. Note that the subpallium also increased in size
in all amniotes. SP, subpallium, marked by the expression of markers like
Dlx1/2.
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Hoch et al., 2009; Medina and Abellán, 2009; Aboitiz, 2011; Alfano
and Studer, 2013). As most of the evidence on these signaling cen-
ters and their activity has been collected in the mouse neocortex,
we will make a brief summary of these studies in order to provide
the appropriate context. When referring to other brain regions or
to nonmammalian specie it will be clearly stated.
The cortical hem in the dorsomedial hemisphere expresses sig-
naling molecules like Gli3, BMPs,Wnts and the downstream genes
Emx1/2, in a posteromedial-to-anterolateral decreasing gradient
which speciﬁes the medial and the dorsal pallium (Hoch et al.,
2009; Medina and Abellán, 2009). As mentioned, the cortical hem
is also the source of most reelin-producing Cajal-Retzius neurons.
Interestingly, both Wnts and reelin have been found to contribute
to the radial arrangement of the neocortex, and to the differentia-
tion of pyramidal-like cell types (Zhou et al., 2004; Nomura et al.,
2008; Abellán et al., 2010). Opposing this signaling wave is Pax6,
expressed at high levels in the anterolateral hemisphere (including
the subpallial lateral ganglionic eminence) and gradually decreas-
ing expression in the dorsomedial direction (Stoykova et al., 2000).
This gene contributes to establish a boundary between the dorsal
hemisphere and the corpus striatum (Georgala et al., 2011a). Fur-
thermore, Pax6 speciﬁes the antihem, which is coextensive with
the ventral pallium and secretes EGFs, FGFs and frizzled-related
proteins (FRPs) that counteract the inﬂuence of dorsal signals like
Wnts (Assimacopoulos et al., 2003). Pax6 and the antihem partic-
ipate in the differentiation of pallial amygdalar structures (Cocas
et al., 2011), and Pax6 is required for proper development of both
ventral anddorsal pallial structures inmammals (formore detailed
reviews involving these and additional regulatory systems seeHoch
et al., 2009; Medina and Abellán, 2009; Medina et al., 2011, and
Alfano and Studer, 2013).
The third signaling center that has been identiﬁed is the anterior
neural ridge, which develops into the commisural plate after clo-
sure of the neural tube, which secretes FGFs in a rostral-to-caudal
decreasing gradient and is responsible for the differentiation of the
ventral telencephalon, frontal cortex and the anterior telencephalic
midline. It is also critical in regulating dorsalizing signals deriving
from the cortical hem (Monuki andWalsh, 2001; Hoch et al., 2009;
Suzuki-Hirano and Shimogori, 2009; Alfano and Studer, 2013).
FGFs are required for the development of olfactory structures and
sexual differentiation, characters that are developmentally related
(Wilkie, 2005). Furthermore, ampliﬁcation of anterior forebrain
centers expressing FGFs may have been involved in the origin
of the cerebral hemispheres and the differentiation of olfactory
structures in vertebrates (Aboitiz and Montiel, 2007a,b).
In neocortical development, Emx2, Pax6 and FGFs act in coun-
terbalance. Pax6 deﬁciency results in an areal expansion of visual
cortex, a reduction of frontal areas, and dysgenesis of limbic struc-
tures (Stoykova et al., 2000; Tole et al., 2005). On the other hand,
Emx2 deﬁciency produces an expansion of frontal regions and a
reduction of occipital regions (visual cortex; Bishop et al., 2000).
Finally, Wnts/Emx2 and FGFs play opposing roles in the dif-
ferentiation of the frontal cortex, the former inhibiting and the
latter promoting its development (Fukuchi-Shimogori and Grove,
2001; Shimogori et al., 2004). Therefore, there are at least three
partly opposing morphogenetic gradients that combine to pat-
tern the dorsal hemisphere into a medial pallium (hippocampal
formation), with strong expression of Gli3, Wnts and other fac-
tors; a lateral and ventral pallium (amygdala and olfactory cortex)
under the predominant inﬂuence of Pax6 and FRPs, and a dorsal
pallium that receives a strong inﬂuence from the hem, the antihem
and the anterior forebrain. These interacting patterning centers are
highly conserved in evolution, being present in agnathans (Retaux
and Kano, 2010).
While dorsal morphogens like Wnt have a profound mitogenic
effect in early neocortical development, their inﬂuence gradually
vanishes and becomes replaced by Pax6 activity (Zhou et al., 2006;
Machon et al., 2007; Kuwahara et al., 2010),whichpromotes neural
stem cell self-renewal and the consequent production of interme-
diate progenitors. Nonetheless, the latter undergo a developmental
program supressing Pax6 activity and expressing Tbr2, Svet 1 and
other factors (Englund et al., 2005; Sansom et al., 2009). Although
it is suppressed in intermediate progenitors, Pax6 is a critical pro-
motor of intermediate progenitor production, as its mutation or
downregulation produces deﬁcits in the intermediate progenitors,
while its overexpression results in a substantial increase and self-
renewal of these elements (Warren et al., 1999; Tarabykin et al.,
2001; Nieto et al., 2004; Quinn et al., 2007; Pontious et al., 2008;
Wen et al., 2008; Sansom et al., 2009; Jia et al., 2011). Thus, Pax6 is
required for the development of some relatively early, layer V phe-
notypes (like those expressing Er81; Tuoc and Stoykova, 2008), but
in later development it facilitates the production of intermediate
progenitors in the SVZ, and promotes the differentiation of late
born superﬁcial neocortical layers. Additionally, Pax 6 is required
for the development of limbic structures, as its mutation results in
profound deﬁcits in the development of the amygdaloid complex
(Tuoc et al., 2009; Cocas et al., 2011; Georgala et al., 2011a,b).
Considering this evidence, we proposed that an upregulation of
progenitor proliferative activity and the consequent production of
intermediate progenitors, might have resulted in the generation of
a SVZ and the ampliﬁcation of the progenitor pool in the ancestral
mammalian neocortex, as well as in the reptilian DVR and more
intensely in the avian mesopallium, nidopallium and hyperpal-
lium (Figure 3; Aboitiz, 2011; Aboitiz and Montiel, 2012). At this
point, a good candidate to play a role in this ampliﬁcation process
is the gene Pax6, which as said is expressed in the whole pallial
neuroepithelium and has a dose-dependent effect on progenitor
proliferation. Another candidate is Notch, which regulates the
cell cycle to balance stem cell maintenance with neurogenesis (see
below; Ables et al., 2011; Nomura et al., 2013b). In sauropsids, this
expansion may have occurred in two steps: a moderate increase in
reptiles gave rise to the DVR in the ventral pallium (although
no SVZ is yet discernible in this structure; Northcutt, 2013),
while in birds a more substantial upregulation of Pax6 or related
factors resulted in the development of a SVZ supporting ampli-
ﬁcation of the nido/mesopallium in the ventral/lateral pallium,
and of the hyperpallium in the dorsal pallium. Consistent with
this proposal, a SVZ has been associated with the generation of
superﬁcial neocortical layers and with late generated components
of the avian nido/mesopallium, as well as in the hyperpallium of
some birds (see above; Charvet et al., 2009; Cheung et al., 2010;
Aboitiz, 2011). Of note, since Pax6 promotes expression of Er81
in some layer V neocortical neurons (Tuoc and Stoykova, 2008),
it is possible that the Er81-positive output neurons observed in
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the mammalian hippocampus and amygdala, as well as in the
sauropsidian medial and ventral pallium (Nomura et al., 2008;
Dugas-Ford et al., 2012; Suzuki et al., 2012) are also speciﬁed by
relatively early Pax6 activity. Furthermore, the in vitro evidence
of a common differentiation sequence in clonal progenitors in the
neocortex and in different pallial regions of birds (Suzuki et al.,
2012) ﬁts the concept that despite originating in different embry-
onic regions, the avian nido-mesopallium and the mammalian
neocortex share a common program for progenitor ampliﬁca-
tion and neural differentiation (Aboitiz, 2011). This program
may derive from a conserved gene activation network for pallial
development that was present in the common ancestor of both
groups.
Nonetheless, the above does not account for the striking
anatomical and embryological differences between the brains of
mammals and sauropsids: the DVR/meso-nidopallium of birds
originates largely in the ventral pallium, with a non-columnar
architecture (although columnar-like circuits have been recently
described in birds; Ahumada et al., 2009; Wang et al., 2010; Chen
et al., 2013), in absence of pyramidal cell morphologies, while
the neocortex originates in the dorsal pallium and displays a
conspicuous organization with pyramidal neurons arranged in
a clonally related columnar array. Thus, in the sauropsidian pal-
lium, the antihem may have suffered a signiﬁcant ampliﬁcation
as a consequence of Pax6 upregulation, but the dorsal cortical
hem maintained a reduced size. Consequently, the ventral pallial
DVR and avian nidopallium would largely be derivatives of an
ampliﬁed antihem (presumably due to upregulation of Pax6 or
other factors), but at the same time there would be a limited dif-
ferentiation and proliferation of dorsal pallial elements (see also
Puelles, 2001). In fact, the cortical hem is more rudimentary in
sauropsids than in mammals (Medina and Abellán, 2009; Abel-
lán et al., 2010) and cortical hem-derived Wnt factors, as well as
reelin, are much more weakly expressed in the chicken than in the
mouse (Garda et al., 2002). Likewise, the cortex of the Madagascar
gecko has recently evidenced an extremely lower rate prolifer-
ation and neural differentiation than other amniotes (Nomura
et al., 2013b). In addition, these authors observed that Notch
signaling, which constraints the self-renewal potential of pro-
genitor cells by facilitating neural differentiation (Lakomá et al.,
2011), is upregulated in the developing gecko cortex compared to
mammals and birds. However, different neuron subtypes are gen-
erated sequentially during development, as in birds and mammals.
These results provide support to the concept that similar changes
in the regulation of cortical progenitors have been involved in
the expansion of different brain regions in amniotes, and also
opens the possibility that Pax6 may have worked in concert
with other signaling cascades to increase or decrease progenitor
proliferation.
In mammals on the other hand, there was an ampliﬁcation of
the dorsal signals emanating from the cortical hem. The cortical
hem-derived elements reelin (secreted by Cajal-Retzius cells) and
Wnts and other factors contribute to the maintenance and differ-
entiation of a radial glia scaffolding and the establishment of a
columnar organization (see above). Thus, in the mammalian pal-
lium, the increasing inﬂuence of dorsal-derived factors may have
limited the expansion of the antihem (ventral pallium), which
according to Fernández et al. (1998) becomes obliterated in late
developmental stages. Nonetheless, Pax6 activity was also upreg-
ulated in the pallium. In the neocortex, Pax6 activity participates
in the generation of output neurons (Er81 positive, hippocampal
and neocortical layer V neurons) but also facilitates the genera-
tion of a SVZ and the differentiation of late-produced elements
in the superﬁcial layers. In this context, the population of ven-
tral pallial neurons described above, that transiently populate the
developing neocortex and stimulate the proliferation of late cor-
tical progenitors, may be under the direct or indirect inﬂuence
of Pax6 (Teissier et al., 2010, 2012) which as said is required for
ventral pallial development (Assimacopoulos et al., 2003).
Summarizing the points discussed, in early and mid- devel-
opmental stages, low or moderate levels of proliferative activity
(possibly driven by low levels of Pax6 or other factors promoting
progenitor division) result in the development of markers corre-
sponding to early born and mid-term neurons in the neocortex
(layers V and IV, respectively), in the amygdala and in the hip-
pocampus (predominantly early born in the latter) of mammals.
Likewise, in reptiles and birds these markers are present in the
hippocampus, dorsal cortex/Wulst, and in the meso-nidopallium
and arcopallium (see Table 1 and Medina et al., 2011). With
increasing proliferative activity (by upregulation of Pax6 or other
factors), we suggest that there is a fundamental ampliﬁcation in
the mammalian neocortex and in the avian meso-nidopallium
and hyperpallium, resulting in the ampliﬁcation of the SVZ and
the further differentiation of mid-term and late born neurons
in these structures (especially neocortical layers IV, II and II,
and meso-nidopallium in birds; Table 1). One remaining ques-
tion concerns the apparent absence of early phenotypes in the
mesopallium and nidopallium of birds. One possibility is that
these phenotypes are related to the time of onset of neurogen-
esis, which might have started in later stages in this region, or
that this developmental pathway is truncated by some unknown
mechanism (Suzuki and Hirata, 2013). As mentioned above,
the expansion of different embryonic components in mammals
and sauropsids (dorsal pallium vs. ventral pallium, respectively),
would result from differences in the inﬂuence of dorsal pattern-
ing factors, which in mammals became upregulated and restricted
the expansion of the antihem, while in sauropsids there was a
much weaker inhibition from dorsal centers to the expanding
antihem.
Finally, a less investigated player in this context is the anterior
neural ridge, which secretes FGFs like the antihem and counteracts
the action of dorsal morphogens, contributing to the differenti-
ation of the frontal cortex (Shimogori et al., 2004; Aboitiz and
Montiel, 2007a,b; Alfano and Studer, 2013). An upregulation
of FGFs may have been important for brain expansion in all
amniotes, but in early mammals this was possibly crucial for the
ampliﬁcation of the olfactory system and the differentiation of
the frontal cortex (Aboitiz and Montiel, 2007a,b; Aboitiz, 2011).
Noticeably, a mammalian-speciﬁc diencephalic FGF8 enhancer
has been recently identiﬁed close to the FGF8 genes, which faith-
fully replicates the patternof FGF8 expressionduringdevelopment
(Nakanishi et al., 2012). In fact, FGF8 expression is much lower
in chick than in mouse diencephalon. Diencephalic patterning
may inﬂuenceneocortical development via thalamo-cortical axons
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(Suzuki-Hirano and Shimogori, 2009; Molnár et al., 2012), but it
is also possible that additional enhancers are related to cortical and
olfactory expansion in the mammalian lineage.
PUTTING IT ALL TOGETHER: SENSORY AND ECOLOGICAL
ADAPTATIONS DRIVING BRAIN EXPANSION
As mentioned in the Introduction, the origin of mammals is
marked by profound and complex restructuring of the reproduc-
tive habits, metabolism, and sensory development. This is not
unique for mammals: in reptiles and especially in birds, there
was also a serious reorganization of metabolism, locomotory and
reproductive habits, concomitant with a notorious increase in
brain size (Northcutt, 2013). Nonetheless, birds remained closer
to the reptilian design in several aspects, including brain organi-
zation. What factors drove the divergence in patterning processes
between sauropsids and mammals that were outlined above? This
is a critical evolutionary question, for which we still do not
have a clear answer. Nonetheless, a scenario will be proposed
in which behavioral and sensory adaptations may have chan-
neled natural selection for the origin of the mammalian and avian
brains.
Mammals were characterized by profound changes in sensory
capacities, many of them associated with nocturnal life (vision,
audition) andhomeothermy (somatic sensation, olfaction). Mam-
mals have night-adapted eyes and have developed a strong degree
of binocularity (Heesy and Hall, 2010). Interestingly, binocularity
and nocturnal vision have been associated to a development of the
lemnothalamic visual pathway –directed to the dorsal pallium- in
both mammals and sauropsids (Heesy and Hall, 2010; Gaillard
et al., 2013). Consequently, both mammals and binocular birds
have awell developeddorsal pallium(neocortex andhyperpallium,
respectively). In addition, there was an emphasis in somatic sensa-
tion associated to the loss of scales, the appearance of hair follicles
and skin mechanoreceptors, muscle spindles and joint receptors
thatmake up the somatosensory system and is accompanied by the
development of a powerful cortico-spinal tract that participates in
ﬁne motor control (Aboitiz and Montiel, 2007a, 2012; Northcutt,
2011; Rowe et al., 2011). Both, the development of lemnothala-
mic vision and the ampliﬁcation of the somatic sensory input
were very likely facilitated by mutations favoring expansion of the
dorsal pallium.
Concerning the so-called collothalamic pathways, the enhance-
ment of auditory capacity by the development of a curved cochlea
allowed detection of high-frequency sounds, and the middle ear
ossicles that increased tympanic impedance of airborne vibrations
(Luo et al., 2011). On the other hand, the tectofugal visual path-
way is likely to have been reduced by virtue of its relevance to
color vision and diurnal behavior, which were not the choice of
early mammals. In these conditions, one likely possibility is that
collothalamic afferents were redirected into the dorsal pallium,
perhaps driven by the transient migratory pathway from ventral
to dorsal pallium referred to above, which also contributed to
the expansion of the dorsal pallial neuroepithelium (Teissier et al.,
2010).
Furthermore, and possibly more important, olfaction is one
of the most expanding senses in mammals, which is veriﬁed by
the extensive olfactory receptor gene family in this group, being
at least 10-fold larger than that of any other vertebrate group
(Niimura, 2009), and the olfactory epithelium increases some
other 10 times in size with the development of turbinal bones
(Rowe et al., 2011). Olfaction is critical for social behavior in
most mammals (and other vertebrates), via both the main and
accessory olfactory systems. Individual recognition, scent mark-
ing, sexual behavior and mother-child bonding are all strongly
dependent on olfaction. In mammals, the accessory and main
olfactory systems are importantly connected with areas involved
in social reward, modulating neuroendocrine functions that facil-
itate social learning and maternal behavior (Sánchez-Andrade and
Kendrick, 2009; Schaal, 2010). This condition may have been crit-
ical for a change in the lifestyle of early mammals, enabling them
to establish close social bonds and to increase maternal invest-
ment beyond what is found in reptiles. For example, mother-pup
bonding and lactation are strongly olfactory-dependant in most
mammals (Lévy et al., 2004; Schaal, 2010). Furthermore, olfactory
circuits are critical for orienting behavior and spatial memory
in all vertebrates, especially mammals (Jacobs, 2012). Perhaps
taking advantage of a socially driven olfactory expansion, such
circuits were probably exploited by early mammals to make pre-
dominantly olfactory-based maps of space, labeling routes and
places and detecting predators and conspeciﬁcs. These spatial
maps depend largely on the hippocampus, which in mammals
contains a multimodal representation to generate episodic and
spatial memories (Ergorul and Eichenbaum, 2004; Eichenbaum
and Robitsek, 2009). The dorsal cortex of reptiles bears func-
tional resemblance to the entorhinal and subicular cortices that in
mammals interfaces between the hippocampus and the neocortex.
Furthermore, although the reptilian dorsal cortex receives a visual
projection, it does not participate directly in vision but rather
supports learning and memory (Powers, 1990, 2003). Thus, the
development of olfactory-dominated space maps may have bene-
ﬁted signiﬁcantly from an expansion of the dorsomedial pallium,
which began to incorporate other sensorymodalities (like auditory
and visual colothalamic) as it expanded (Aboitiz et al., 2003). In
fact, despite its columnar development and sensory input-output
organization, the mammalian neocortex displays important sim-
ilarities with the olfactory cortex both in its intrinsic sircuitry
(Shepherd, 2011) and a widespread tangential, associative orga-
nization that is shared with the ancestral reptilian cortex (Lynch,
1986). Furthermore, the olfactory cortex projects both directly and
indirectly into the orbitofrontal cortex, which participates in con-
scious smell perception and regulates motivated and social behav-
ior (Lynch, 1986; Shepherd, 2011). Thus, a discrete expansion
of polymodal orbitofrontal regions for processing chemical and
other stimuli might have also facilitated and regulated exploratory
behavior.
In this context of ecological and behavioral adaptations, the
emergence of a laminar neocortex by the ampliﬁcation of pro-
liferative signals originating in both the dorsal and the lateral
hemisphere, facilitated the development of new behavioral and
sensory abilities that were crucial in establishing the mammalian
lifestyle. This is not to say that the mammalian neocortex is in
any way superior in sensory or cognitive processing than say,
the avian brain; in fact, there is ample evidence of highly com-
plex cognitive capacities in many birds. It is thus more likely
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that birds acquired these sophisticated capacities independently of
mammals.
On the other hand, the line of early sauropsids was charac-
terized by the acquisition of scales (feathers in birds) that did
not allow ﬁne touch, limiting somatosensory processing. Like-
wise, most reptiles did not develop a powerful respiratory system
and had a limited sense of olfaction. Likewise, audition was not
particularly developed as noted by the lack of auditory special-
izations in reptiles and in many birds compared to mammals. In
these circumstances, the most powerful sensory system was vision,
which as in lower vertebrates, is directed mainly to mesencephalic
centers. Thus, the default trend was to develop the collothalamic
pathway, which became directed to the ventral pallium, together
with the other important sensory modality audition. Only in some
birds that have developed frontal vision and have nocturnal habits,
has the lemnothalamic visual pathway and the related hyperpal-
lium aquired a signiﬁcant development (Heesy and Hall, 2010;
Gaillard et al., 2013). The moderate expansion of the reptilian
brain (mainly the DVR) compared to amphibians, was associated
to important changes in exploratory and social behavior (North-
cutt, 2013). In the line leading to birds (maniraptoran dinosaurs),
there was a further trend to increase brain growth that was not
exclusive of aves, which has been associated to the development
of motor coordination abilities required for ﬂight (Balanoff et al.,
2013). In addition, other factors likematernal behavior, spatial ori-
entation and memory capacity, that became increasingly required
as the individual home range expanded dramatically due to ﬂight
behavior, may have been signiﬁcant selective factors as well. Thus,
there may be some ecological parallels in the evolutionary brain
development of mammals and birds (maniraptors), namely the
development of maternal behavior and the reliance on precise
spatial maps, although the sensory systems involved in each group
were different (olfaction in mammals, vision in birds).
FINAL COMMENT
The evolution of the amniote brain consists of the diversiﬁcation
of distinct morphologies by the differential modulation of highly
conservedmorphogenetic ﬁelds. In this sense, there is a shared pat-
terning mechanism underlying the telencephalic development of
all amniotes (and possibly other vertebrates), in which the produc-
tion of neuronal phenotypes and circuits is determined by speciﬁc
genetic programs that were acquired very early in evolution, and
have been put to use in different different contexts in each lineage
to make up similar networks within diverging morphologies (see
Aboitiz and Montiel, 2007b). The factors driving the modulatory
shifts in different taxa derive from selective pressures posed by par-
ticular ecological conditions, which in mammals were marked by
nocturnality, new reproductive habits, and the associated changes
in social behavior. In this sense, there is a deep conservatism
underlying the apparent structural diversity of vertebrate brains.
REFERENCES
Abellán, A., Menuet, A., Dehay, C., Medina, L., and Rétaux, S. (2010). Differen-
tial expression of LIM-homeodomain factors in Cajal-Retzius cells of primates,
rodents, and birds. Cereb. Cortex 20, 1788–1798. doi: 10.1093/cercor/bhp242
Ables, J. L., Breunig, J. J., Eisch, A. J., and Rakic, P. (2011). Not(ch) just develop-
ment: notch signalling in the adult brain. Nat. Rev. Neurosci. 12, 269–283. doi:
10.1038/nrn3024
Aboitiz, F. (1992). The evolutionary origin of the mammalian cerebral cortex. Biol.
Res. 25, 41–49.
Aboitiz, F. (1995). Homology in the evolution of the cerebral hemispheres. The
case of dorsal ventricular ridge and its possible correspondence with mammalian
neocortex. J. Brain Res. 36, 461–472.
Aboitiz, F. (2011). Genetic and developmental homology in amniote brains. Toward
conciliating radical views of brain evolution. Brain Res. Bull. 84, 125–136. doi:
10.1016/j.brainresbull.2010.12.003
Aboitiz, F., García, R., and Montiel, J. (2005). Ancestry of the mammalian preplate
and its derivatives: evolutionary relicts or embryonic adaptations? Rev. Neurosci.
16, 359–376. doi: 10.1515/REVNEURO.2005.16.4.359
Aboitiz, F., and Montiel, J. (2007a). Origin and evolution of the vertebrate telen-
cephalon,with special reference to themammalianneocortex.Adv. Anat. Embryol.
Cell Biol. 193, 1–111.
Aboitiz, F., and Montiel, J. (2007b). Co-option of signaling mechanisms from
embryonic induction to telencephalic patterning. Rev. Neurosci. 18, 311–342.
doi: 10.1515/REVNEURO.2007.18.3-4.311
Aboitiz, F., and Montiel, J. (2012). From tetrapods to primates: conserved devel-
opmental mechanisms in diverging ecological adaptations. Prog. Brain Res. 195,
3–24. doi: 10.1016/B978-0-444-53860-4.00001-5
Aboitiz, F., Morales, D., and Montiel, J. (2003). The evolutionary origin of the mam-
malian isocortex: towards an integrated developmental and functional approach.
Behav. Brain Sci. 26, 535–586. doi: 10.1017/S0140525X03000128
Ahumada, P., Marin, G., Karten, H., and Mpodozis, J. (2009). Columns in the avian
pallium: a study of the organization of the nidopallial–mesopallial connectivity
in chickens (Gallus gallus). Soc. Neurosci. Meeting 83.13/BB33.
Alfano, C., and Studer, M. (2013). Neocortical aeralization: evolution, mechanisms
and open questions. Dev. Neurobiol. 73, 411–447. doi: 10.1002/dneu.22067
Anderson, S. A., Eisenstat, D. D., Shi, L., and Rubenstein, J. L. R. (1997). Interneuron
migration from basal forebrain to neocortex: dependence on Dlx genes. Science
278, 474–476. doi: 10.1126/science.278.5337.474
Ariëns Kappers, C. V., Huber, C. G., and Crosby, E. C. (1936). The Comparative
Anatomy of the Nervous System of Vertebrates, Including Man. New York: Hafner.
Assimacopoulos, S., Grove, E. A., and Ragsdale, C. W. (2003). Identiﬁcation of a
Pax6-dependent epidermal growth factor family signaling source at the lateral
edge of the embryonic cerebral cortex. J. Neurosci. 23, 6399–6403.
Ashwell, K. W., and Hardman, C. D. (2012). Distinct development of the cere-
bral cortex in platypus and echidna. Brain Behav. Evol. 79, 57–72. doi:
10.1159/000334188
Balanoff, A. M., Bever, G. S., Rowe, T. B., and Norell, M. A. (2013). Evolutionary
origins of the avian brain. Nature 501, 93–96. doi: 10.1038/nature12424
Bar, I., Lambert de Rouvroit, C., and Gofﬁnet, A. M. (2000). The evolution
of cortical development. An hypothesis based on the role of the Reelin sig-
naling pathway. Trends Neurosci. 23, 633–638. doi: 10.1016/S0166-2236(00)
01675-1
Belgard, T. G., Montiel, J. F., Wang, W. Z., García-Moreno, F., Margulies, E. H.,
Pontinga, C. P., et al. (2013). Adult pallium transcriptomes surprise in not
reﬂecting predicted homologies across diverse chicken and mouse pallial sec-
tors. Proc. Natl. Acad. Sci. U.S.A. 110, 13150–13155. doi: 10.1073/pnas.13074
44110
Bishop, K. M., Goudreau, G., and O’Leary, D. D. M. (2000). Regulation of area
identity in the mammalian neocortex by Emx2 and Pax6. Science 228, 344–349.
doi: 10.1126/science.288.5464.344
Borrell, V., and Marín, O. (2006). Meninges control tangential migration of hem-
derived Cajal-Retzius cells via CXCL12/CXCR4 signaling. Nat. Neurosci. 9, 1284–
1293. doi: 10.1038/nn1764
Boyle, M. P., Bernard, A., Thompson, C. L., Ng, L., Boe, A., Mortrud, M., et al.
(2011). Cell-type-speciﬁc consequences of Reelin deﬁciency in the mouse neo-
cortex, hippocampus, and amygdala. J. Comp. Neurol. 519, 2061–2089. doi:
10.1002/cne.22655
Brox, A., Puelles, L., Ferreiro, B., and Medina, L. (2004). Expression of the genes
Emx1, Tbr1, and Eomes (Tbr2) in the telencephalon of Xenopus laevis conﬁrms
the existence of a ventral pallial division in all tetrapods. J. Comp. Neurol. 474,
562–577. doi: 10.1002/cne.20152
Bruce, L. L., and Neary, T. J. (1995). The limbic systemof tetrapods: a comparative
analysis of cortical and amygdalar populations. Brain Behav. Evol. 46, 224–234.
doi: 10.1159/000113276
Frontiers in Neuroanatomy www.frontiersin.org November 2013 | Volume 7 | Article 38 | 12
“fnana-07-00038” — 2013/11/11 — 6:58 — page 13 — #13
Aboitiz and Zamorano Progenitors and patterning in neocortex
Butler, A. B. (1994a). The evolution of the dorsal thalamus of jawed vertebrates,
including mammals: cladistic analysis and a new hypothesis. Brain Res. Rev. 19,
29–65. doi: 10.1016/0165-0173(94)90003-5
Butler, A. B. (1994b). The evolution of the dorsal pallium in the telencephalon of
amniotes: cladistic analysis and a new hypothesis. Brain Res. Rev. 19, 66–101. doi:
10.1016/0165-0173(94)90004-3
Charvet, C. J., Owerkowicz, T., and Striedter, G. F. (2009). Phylogeny of the telen-
cephalic subventricular zone in sauropsids: evidence for the sequential evolution
of pallial and subpallial subventricular zones. Brain Behav. Evol. 73, 285–294. doi:
10.1159/000230673
Chen, C., Winkler, C. M., Pfenning, A. R., and Jarvis, E. D. (2013). Molecu-
lar proﬁling of the developing avian telencephalon: regional timing and brain
subdivision continuities. J. Comp. Neurol. 521, 3666–3701. doi: 10.1002/cne.
23406
Cheung, A. F., Kondo, S., Abdel-Mannan, O., Chodroff, R. A., Sirey, T. M., Bluy, L.
E., et al. (2010). The subventricular zone is the developmental milestone of a 6-
layered neocortex: comparisons in metatherian and eutherian mammals. Cereb.
Cortex 20, 1071–1081. doi: 10.1093/cercor/bhp168
Cocas, L. A., Georgala, P. A., Mangin, J. M., Clegg, J. M., Kessaris, N., Haydar, T. F.,
et al. (2011). Pax6 is required at the telencephalic pallial-subpallial boundary for
the generation of neuronal diversity in the postnatal limbic system. J. Neurosci.
31, 5313–5324. doi: 10.1523/JNEUROSCI.3867-10.2011
Dugas-Ford, J., Rowell, J. J., and Ragsdale, C. W. (2012). Cell-type homologies and
the origins of the neocortex. Proc. Natl. Acad. Sci. U.S.A. 109, 16974–16979. doi:
10.1073/pnas.1204773109
Eichenbaum, H., and Robitsek, R. J. (2009). Olfactory Memory. A bridge between
humans and animals in models of cognitive aging. Ann. N. Y. Acad. Sci. 1170,
658–663. doi: 10.1111/j.1749-6632.2009.04012.x
Englund, C., Fink, A., Lau, C., Pham, D., Daza, R. A., Bulfone, A., et al. (2005). Pax6,
Tbr2, and Tbr1 are expressed sequentially by radial glia, intermediate progenitor
cells, and postmitotic neurons in developing neocortex. J. Neurosci. 25, 247–251.
doi: 10.1523/JNEUROSCI.2899-04.2005
Ergorul, C., and Eichenbaum,H. (2004). The hippocampus andmemory for "what,"
"where," and "when". Learn. Mem. 11, 397–405. doi: 10.1101/lm.73304
Farkas, L. M., and Huttner, W. B. (2008). The cell biology of neural stem and
progenitor cells and its signiﬁcance for their proliferation versus differentiation
during mammalian brain development. Curr. Opin. Cell Biol. 20, 707–715. doi:
10.1016/j.ceb.2008.09.008
Fernández, A., Pieau, C., Repérant, J., Boncinelli, E., and Wassef, M. (1998). Expres-
sion of the Emx-1 and Dlx-1 homeobox genes deﬁne three molecularly distinct
domains in the telencephalon of mouse, chick, turtle and frog embryos: impli-
cations for the evolution of telencephalic subdivisions in amniotes. Development
12, 2099–2111.
Franco, S. J., Gil-Sanz, C., Martinez-Garay, I., Espinosa, A., Harkins-Perry, S. R.,
Ramos, C., et al. (2012). Fate-restricted neural progenitors in the mammalian
cerebral cortex. Science 337, 746–749. doi: 10.1126/science.1223616
Franco, S. J., Martinez-Garay, I., Gil-Sanz, C., Harkins-Perry, S. R., and Müller,
U. (2011). Reelin regulates cadherin function via Dab1/Rap1 to control neu-
ronal migration and lamination in the neocortex. Neuron 69, 482–497. doi:
10.1016/j.neuron.2011.01.003
Fukuchi-Shimogori, T., and Grove, E. A. (2001). Neocortex patterning by the
secreted signaling molecule FGF8. Science 294, 1071–1074. doi: 10.1126/sci-
ence.1064252
Gaillard, F., Karten, H. J., and Sauvé, Y. (2013). Retinorecipient areas in the
diurnal murine rodent Arvicanthis niloticus: A disproportionally large superior
colliculus. J. Comp. Neurol. 521, 1699–1726. doi: 10.1002/cne.23303
Garda,A. L., Puelles, L., Rubenstein, J. L., andMedina, L. (2002). Expression patterns
of Wnt8b and Wnt7b in the chicken embryonic brain suggest a correlation with
forebrain patterning centers and morphogenesis. Neuroscience 113, 689–698. doi:
10.1016/S0306-4522(02)00171-9
Georgala, P. A., Carr, C. B., and Price, D. J. (2011a). The role of Pax6 in forebrain
development. Dev. Neurobiol. 71, 690–709. doi: 10.1002/dneu.20895
Georgala, P. A., Manuel, M., and Price, D. J. (2011b). The generation of superﬁcial
cortical layers is regulated by levels of the transcription factor Pax6. Cereb. Cortex
21, 81–94. doi: 10.1093/cercor/bhq061
Heesy, C. P., and Hall, M. I. (2010). The nocturnal bottleneck and the evolu-
tion of mammalian vision. Brain Behav. Evol. 75, 195–203. doi: 10.1159/0003
14278
Hoch, R. V., Rubenstein, J. L., and Pleasure, S. (2009). Genes and signaling events
that establish regional patterning of the mammalian forebrain. Semin. Cell Dev.
Biol. 20, 378–386. doi: 10.1016/j.semcdb.2009.02.005
Holmgren, N. (1922). Points of view concerning forebrain morphology in lower
vertebrates. J. Comp. Neurol. 34, 391–459. doi: 10.1002/cne.900340502
Jacobs, L. F. (2012). From chemotaxis to the cognitive map: the function of
olfaction. Proc. Natl. Acad. Sci. U.S.A. 109(Suppl. 1), 10693–10700. doi:
10.1073/pnas.1201880109
Jarvis, E. D., Yu, J., Rivas, M. V., Horita, H., Feenders, G., Whitney, O., et al. (2013).
A global view of the functional molecular organization of the avian cerebrum:
mirror images and functional columns. J. Comp. Neurol. 521, 3614–3665. doi:
10.1002/cne.23404.
Jia, H., Tao, H., Feng, R., Li, M., Bai, J., Sun, T., et al. (2011). Pax6 regulates the
epidermal growth factor-responsive neural stem cells of the subventricular zone.
Neuroreport 22, 448–452. doi: 10.1097/WNR.0b013e3283476b46
Källén, B. (1951). On the ontogeny of the reptilian forebrain. Nuclear structures
and ventricular sulci. J. Comp. Neurol. 95, 307–347. doi: 10.1002/cne.900950204
Kanold, P. O., and Luhmann, H. J. (2010). The subplate and early cortical circuits.
Annu. Rev. Neurosci. 33, 23–48. doi: 10.1146/annurev-neuro-060909-153244
Karten, H. J. (1968). The ascending auditory pathway in the pigeon (Columba
livia). II. Telencephalic projections of the nucleus ovoidalis thalami. Brain Res.
11, 134–153. doi: 10.1016/0006-8993(68)90078-4
Karten, H. J. (1969). The organization of the avian telencephalon and some specu-
lations on the phylogeny of the amniote telencephalon. Ann. N. Y. Acad. Sci. 167,
164–179. doi: 10.1111/j.1749-6632.1969.tb20442.x
Karten, H. J. (1991). Homology and evolutionary origins of the ‘neocortex’. Brain
Behav. Evol. 38, 264–272. doi: 10.1159/000114393
Karten, H. J. (1997). Evolutionary developmental biology meets the brain: the
origins of mammalian cortex. Proc. Natl. Acad. Sci. U.S.A. 94, 2800–2804. doi:
10.1073/pnas.94.7.2800
Karten, H. J. (2013). Neocortical evolution: neuronal circuits arise independently of
lamination. Curr. Biol. 23, R12–R15. doi: 10.1016/j.cub.2012.11.013
Kuwahara, A., Hirabayashi, Y., Knoepﬂer, P. S., Taketo, M. M., Sakai, J., Kodama,
T., et al. (2010). Wnt signaling and its downstream target N-myc regulate basal
progenitors in the developing neocortex. Development 137, 1035–1044. doi:
10.1242/dev.046417
Kwon, H. J., Ma, S., and Huang, Z. (2011). Radial glia regulate Cajal-Retzius cell
positioning in the early embryonic cerebral cortex. Dev. Biol. 351, 25–34. doi:
10.1016/j.ydbio.2010.12.026
Lakomá, J., Garcia-Alonso, L., and Luque, J. M. (2011). Reelin sets the pace of
neocortical neurogenesis. Development 138, 5223–5234. doi: 10.1242/dev.063776
Lévy, F., Keller,M., and Poindron, P. (2004). Olfactory regulation of maternal behav-
ior in mammals. Horm. Behav. 46, 284–302. doi: 10.1016/j.yhbeh.2004.02.005
Li, Y., Lu, H., Cheng, P. L., Ge, S., Xu, H., Shi, S. H., et al. (2012). Clonally
related visual cortical neurons show similar stimulus feature selectivity. Nature
486, 118–121. doi: 10.1038/nature11110
Lister, A. M. (2013). The role of behaviour in adaptive morphological evolution of
African proboscideans. Nature 500, 331–334. doi: 10.1038/nature12275
Luo, Z. X., Ruf, I., Schultz, J. A., and Martin, T. (2011). Fossil evidence on evolu-
tion of inner ear cochlea in Jurassic mammals. Proc. Biol. Sci. 278, 28–34. doi:
10.1098/rspb.2010.1148
Luzzati, F., Bonfanti, L., Fasolo, A., and Peretto, P. (2009). DCX and PSA-NCAM
expression identiﬁes a population of neurons preferentially distributed in asso-
ciative areas of different pallial derivatives and vertebrate species. Cereb. Cortex
19, 1028–1041. doi: 10.1093/cercor/bhn145
Lynch, G. (1986). Synapses, Circuits, and the Beginnings of Memory. Boston: MIT
Press.
Machon, O., Backman, M., Machonova, O., Kozmik, Z.,Vacik, T., Andersen, L., et al.
(2007). A dynamic gradient of Wnt signaling controls initiation of neurogenesis
in the mammalian cortex and cellular speciﬁcation in the hippocampus. Dev.
Biol. 311, 223–237. doi: 10.1016/j.ydbio.2007.08.038
Malatesta, P., and Götz,M. (2013). Radial glia – from boring cables to stem cell stars.
Development 140, 483–486. doi: 10.1242/dev.085852
Medina, L., and Abellán, A. (2009). Development and evolution of the pallium.
Semin. Cell Dev. Biol. 20, 698–711. doi: 10.1016/j.semcdb.2009.04.008
Medina, L., Abellán, A., and Desﬁlis, E. (2013). A never-ending search for the
evolutionary origin of the neocortex: rethinking the homology concept. Brain
Behav. Evol. 81, 150–153. doi: 10.1159/000348282
Frontiers in Neuroanatomy www.frontiersin.org November 2013 | Volume 7 | Article 38 | 13
“fnana-07-00038” — 2013/11/11 — 6:58 — page 14 — #14
Aboitiz and Zamorano Progenitors and patterning in neocortex
Medina, L., Brox, A., Legaz, I., García-López, M., and Puelles, L. (2005). Expression
patterns of developmental regulatory genes show comparable divisions in the
telencephalon of Xenopus andmouse: insights into the evolution of the forebrain.
Brain Res. Bull. 66, 297–302. doi: 10.1016/j.brainresbull.2005.02.003
Medina, L., Bupesh, M., and Abellán, A. (2011). Contribution of genoarchitecture
to understanding forebrain evolution and development, with particular emphasis
on the amygdala. Brain Behav. Evol. 78, 216–236. doi: 10.1159/000330056
Medina, L., Legaz, I., González, G., De Castro, F., Rubenstein, J. L., and Puelles,
L. (2004). Expression of Dbx1, Neurogenin 2, Semaphorin 5A, Cadherin 8, and
Emx1 distinguish ventral and lateral pallial histogenetic divisions in the devel-
oping mouse claustroamygdaloid complex. J. Comp. Neurol. 474, 504–523. doi:
10.1002/cne.20141
Meyer,G. (2010). Building ahuman cortex: the evolutionary differentiationof Cajal-
Retzius cells and the cortical hem. J. Anat. 217, 334–343. doi: 10.1111/j.1469-
7580.2010.01266.x
Molnár, Z., and Butler, A. B. (2002a). Neuronal changes during forebrain evolution
in amniotes: an evolutionary developmental perspective. Prog. Brain Res. 136,
21–38. doi: 10.1016/S0079-6123(02)36005-9
Molnár, Z., and Butler, A. B. (2002b). The corticostriatal junction: a crucial
region for forebrain development and evolution. Bioessays 24, 530–541. doi:
10.1002/bies.10100
Molnár, Z., Garel, S., López-Bendito, G., Maness, P., and Price, D. J. (2012). Mecha-
nisms controlling the guidance of thalamocortical axons through the embryonic
forebrain. Eur. J. Neurosci. 35, 1573–1585. doi: 10.1111/j.1460-9568.2012.
08119.x
Molnár, Z., Métin, C., Stoykova, A., Tarabykin, V., Price, D. J., Francis, F., et al.
(2006). Comparative aspects of cerebral cortical development. Eur. J. Neurosci.
23, 921–934. doi: 10.1111/j.1460-9568.2006.04611.x
Montiel, J. F., and Molnár, Z. (2013). The impact of gene expression analysis on
evolving views on avian brain organization. J. Comp. Neurol. 521, 3604–3613.
doi: 10.1002/cne.23403
Montiel, J. F., Wang, W. Z., Oeschger, F. M., Hoerder-Suabedissen, A., Tung, W. L.,
García-Moreno, F., et al. (2011). Hypothesis on the dual origin of the Mammalian
subplate. Front. Neuroanat. 5:25. doi: 10.3389/fnana.2011.00025
Monuki, E. S., and Walsh, C. A. (2001). Mechanisms of cerebral cortical patterning
in mice and humans. Nat. Neurosci. 4(Suppl.), 1199–1206. doi: 10.1038/nn752
Nakanishi, A., Kobayashi, N., Suzuki-Hirano, A., Nishihara, H., Sasaki, T.,
Hirakawa, M., et al. (2012). A SINE-derived element constitutes a unique mod-
ular enhancer for mammalian diencephalic Fgf8. PLoS ONE 7:e43785. doi:
10.1371/journal.pone.0043785
Nieto, M., Monuki, E. S., Tang, H., Imitola, J., Haubst, N., Khoury, S. J., et al. (2004).
Expression of Cux-1 and Cux-2 in the subventricular zone and upper layers
II-IV of the cerebral cortex. J. Comp. Neurol. 479, 168–180. doi: 10.1002/cne.
20322
Nieuwenhuys, R. (1994). The neocortex. An overview of its evolutionary devel-
opment, structural organization and synaptology. Anat. Embryol. (Berl.) 190,
307–337.
Niimura, Y. (2009). On the origin and evolution of vertebrate olfactory receptor
genes: comparative genome analysis among 23 chordate species. Genome Biol.
Evol. 1, 34–44. doi: 10.1093/gbe/evp003
Noctor, S. C., Flint, A. C.,Weissman, T. A., Dammerman, R. S., and Kriegstein, A. R.
(2001). Neurons derived from radial glial cells establish radial units in neocortex.
Nature 409, 714–720. doi: 10.1038/35055553
Nomura, T., Hattori, M., and Osumi, N. (2009). Reelin, radial ﬁbers and cor-
tical evolution: insights from comparative analysis of the mammalian and
avian telencephalon. Dev. Growth Differ. 51, 287–297. doi: 10.1111/j.1440-
169X.2008.01073.x
Nomura, T., Kawaguchi, M., Ono, K., and Murakami, Y. (2013a). Reptiles: a new
model for brain evo-devo research. J. Exp. Zool. B Mol. Dev. Evol. 320, 57–73. doi:
10.1002/jez.b.22484.
Nomura, T., Gotoh, H., and Ono, K. (2013b). Changes in the regulation of cortical
neurogenesis contribute to encephalisation during amniote brain evolution. Nat.
Comm. 4, 2206. doi: 10.1038/ncomms3206
Nomura, T., Takahashi,M.,Hara,Y., andOsumi,N. (2008). Patterns of neurogenesis
and amplitude of Reelin expression are essential for making a mammalian-type
cortex. PLoS ONE 3:e1454. doi: 10.1371/journal.pone.0001454
Northcutt, R. G. (1969). Discussion of the preceding paper. Ann. N. Y. Acad. Sci.
167, 180–185. doi: 10.1111/j.1749-6632.1969.tb20443.x
Northcutt, R. G. (2011). Evolving large and complex brains. Science 332, 926–927.
doi: 10.1126/science.1206915
Northcutt, R. G. (2013). Variation in reptilian brains and cognition. Brain Behav.
Evol. 82, 45–54. doi: 10.1159/000351996
Northcutt, R. G., and González, A. (2011). A reinterpretation of the cytoarchitec-
tonics of the telencephalon of the comoran coelacanth. Front. Neuroanat. 5:9.
doi: 10.3389/fnana.2011.00009
Northcutt, R. G., and Kaas, J. H. (1995). The emergence and evolution of
mammalian neocortex. Trends Neurosci. 18, 373–379. doi: 10.1016/0166-
2236(95)93932-N
Parent, A., and Olivier, A. (1970). Comparative histochemical study of the corpus
striatum. J. Hirnforsch. 12, 73–81.
Pontious, A., Kowalczyk, T., Englund, C., and Hevner, R. F. (2008). Role of interme-
diate progenitor cells in cerebral cortex development. Dev. Neurosci. 30, 24–32.
doi: 10.1159/000109848
Powers, A. S. (1990). “Brain mechanisms of learning in reptiles,” in Neurobiology
of Comparative Cognition, eds R. P. Kesner and D. S. Olton (New York: Erlbaum
Press), 75–87.
Powers, A. S. (2003). Relevance of medial and dorsal cortex function to the dor-
salization hypothesis. Behav. Brain Sci. 26, 566–567. doi: 10.1017/S0140525X033
60121
Puelles, L. (2001). Thoughts on the development, structure and evolution of the
mammalian and avian telencephalic pallium. Philos. Trans. R. Soc. Lond. B Biol.
Sci. 356, 1583–1598. doi: 10.1098/rstb.2001.0973
Puelles, L. (2011). Pallio-pallial tangential migrations and growth signaling:
new scenario for cortical evolution? Brain Behav. Evol. 78, 108–127. doi:
10.1159/000327905
Puelles, L., Fernández-Garre, P., Sánchez-Arrones, L., García-Calero, E., and
Rodríguez-Gallardo, L. (2005). Correlation of a chicken stage 4 neural plate
fate map with early gene expression patterns. Brain Res. Rev. 49, 167–178. doi:
10.1016/j.brainresrev.2004.12.036
Puelles, L., Kuwana, E., Puelles, E., Bulfone, A., Shimamura, K., Keleher, J.,
et al. (2000). Pallial and subpallial derivatives in the embryonic chick and
mouse telencephalon, traced by the expression of the genes Dlx-2, Emx-1,
Nkx-2.1, Pax-6 and Tbr-1. J. Comp. Neurol. 424, 409–438. doi: 10.1002/1096-
9861(20000828)424:3<409::AID-CNE3>3.0.CO;2-7
Puelles, L., Kuwana, E., Puelles, E., and Rubenstein, J. L. R. (1999). Comparison of
the mammalian and avian telencephalon from the perspective of gene expression
data. Eur. J. Morphol. 37, 139–150.
Quinn, J. C., Molinek, M., Martynoga, B. S., Zaki, P. A., Faedo, A., Bulfone, A., et al.
(2007). Pax6 controls cerebral cortical cell number by regulating exit from the cell
cycle and speciﬁes cortical cell identity by a cell autonomous mechanism. Dev.
Biol. 302, 50–65. doi: 10.1016/j.ydbio.2006.08.035
Rakic, P. (2009). Evolution of the neocortex: a perspective from developmental
biology. Nat. Rev. Neurosci. 10, 724–735. doi: 10.1038/nrn2719
Redies, C., Medina, L., and Puelles, L. (2001). Cadherin expression by embryonic
divisions and derived gray matter structures in the telencephalon of the chicken.
J. Comp. Neurol. 438, 253–285. doi: 10.1002/cne.1315
Reiner, A. (2000). Hypothesis as to the organization of cerebral cortex in the com-
mon amniote ancestor of modern reptiles and mammals. Novartis Found. Symp.
228, 83–108. doi: 10.1002/0470846631.ch7
Reiner, A. (2009). Avian evolution: from Darwin’s ﬁnches to a new way of thinking
about avian forebrain organization and behavioural capabilities. Biol. Lett. 5,
122–124. doi: 10.1098/rsbl.2008.0473
Reiner, A. (2013). You are who you talk with – a commentary on Dugas-Ford et al.
PNAS. Brain Behav. Evol. 81, 146–149. doi: 10.1159/000348281
Reiner, A., Yamamoto, K., and Karten, H. J. (2005). Organization and evolution of
the avian forebrain. Anat. Rec. A Discov. Mol. Cell. Evol. Biol. 287, 1080–1102. doi:
10.1002/ar.a.20253
Retaux, S., and Kano, S. (2010). Midline signaling and evolution of the forebrain in
chordates: a focus on the lamprey Hedgehog case. Integr. Comp. Biol. 50, 98–109.
doi: 10.1093/icb/icq032
Rowe, T. B., Macrini, T. E., and Luo, Z. X. (2011). Fossil evidence on ori-
gin of the mammalian brain. Science 332, 955–957. doi: 10.1126/science.
1203117
Rowell, J. J., Mallik, A. K., Dugas-Ford, J., and Ragsdale, C. W. (2010). Molecular
analysis of neocortical layer structure in the ferret. J. Comp. Neurol. 518, 3272–
3389. doi: 10.1002/cne.22399
Frontiers in Neuroanatomy www.frontiersin.org November 2013 | Volume 7 | Article 38 | 14
“fnana-07-00038” — 2013/11/11 — 6:58 — page 15 — #15
Aboitiz and Zamorano Progenitors and patterning in neocortex
Sánchez-Andrade, G., and Kendrick, K. M. (2009). The main olfactory sys-
tem and social learning in mammals. Behav. Brain Res. 200, 323–335. doi:
10.1016/j.bbr.2008.12.021
Sansom, S. N., Grifﬁths, D. S., Faedo, A., Kleinjan, D. J., Ruan, Y.,
Smith, J., et al. (2009). The level of the transcription factor Pax6 is
essential for controlling the balance between neural stem cell self renewal
and neurogenesis. PLoS Genet. 5:e1000511. doi: 10.1371/journal.pgen.10
00511
Schaal, B. (2010). Mammary odor cues and pheromones: mammalian infant
directed communication about maternal state,mammae, and milk. Vitam. Horm.
83, 83–136. doi: 10.1016/S0083-6729(10)83004-3
Sekine, K., Kawauchi, T., Kubo, K., Honda, T., Herz, J., Hattori, M., et al.
(2012). Reelin controls neuronal positioning by promoting cell-matrix adhe-
sion via inside-out activation of integrin α5β1. Neuron 76, 353–369. doi:
10.1016/j.neuron.2012.07.020
Shepherd, G. M. (2011). The microcircuit concept applied to cortical evo-
lution: from three-layer to six-layer cortex. Front. Neuroanat. 5:30. doi:
10.3389/fnana.2011.00030
Shimogori, T., Banuchi, V., Ng, H. Y., Strauss, J. B., and Grove, E. A. (2004).
Embryonic signaling centers expressing BMP WNTand FGF proteins interact
to pattern the cerebral cortex. Development 131, 5639–5647. doi: 10.1242/dev.
01428
Shubin, N., Tabin, C., and Carroll, S. (2009). Deep homology and the origins of
evolutionary novelty. Nature 457, 818–823. doi: 10.1038/nature07891
Spence, R.,Wootton, R. J., Barber, I., Przybylski,M., and Smith, C. (2013). Ecological
causes of morphological evolution in the three-spined stickleback. Ecol. Evol. 3,
1717–1726. doi: 10.1002/ece3.581
Stoykova, A., Treichel, D., Hallonet, M., and Gruss, P. (2000). Pax 6 modulates
the dorsoventral patterning of the mammalian telencephalon. J. Neurosci. 20,
8042–8050.
Striedter, G. F. (1997). The telencephalon of tetrapods in evolution. Brain Behav.
Evol. 49, 179–213. doi: 10.1159/000112991
Striedter, G. F. (2005). Principles of Brain Evolution. Sunderland: Sinauer Associates.
Striedter, G. F., and Keefer, B. P. (2000). Cell migration and aggregation in the devel-
oping telencephalon: pulse-labeling chick embryos with bromodeoxyuridine. J.
Neurosci. 20, 8021–8030.
Suzuki, I. K., and Hirata, T. (2013). Neocortical neurogenesis is not really "neo":
a new evolutionary model derived from a comparative study of chick pallial
development. Dev. Growth Differ. 55, 173–187. doi: 10.1111/dgd.12020
Suzuki, I. K., Kawasaki, T., Gojobori, T., and Hirata, T. (2012). The tem-
poral sequence of the mammalian neocortical neurogenetic program drives
mediolateral pattern in the chick pallium. Dev. Cell 22, 863–870. doi:
10.1016/j.devcel.2012.01.004
Suzuki-Hirano, A., and Shimogori, T. (2009). The role of Fgf8 in telen-
cephalic and diencephalic patterning. Semin. Cell Dev. Biol. 20, 719–725. doi:
10.1016/j.semcdb.2009.04.002
Tarabykin, V., Stoykova, A., Usman, N., and Gruss, P. (2001). Cortical upper layer
neuronsderive fromthe subventricular zone as indicatedbySvet1 gene expression.
Development 128, 1983–1993.
Teissier, A., Griveau, A., Vigier, L., Piolot, T., Borello, U., and Pierani, A. (2010).
A novel transient glutamatergic population migrating from the pallial-subpallial
boundary contributes to neocortical development. J. Neurosci. 30, 10563–10574.
doi: 10.1523/JNEUROSCI.0776-10.2010
Teissier, A., Waclaw, R. R., Griveau, A., Campbell, K., and Pierani, A. (2012).
Tangentially migrating transient glutamatergic neurons control neurogenesis and
maintenance of cerebral cortical progenitor pools. Cereb. Cortex 22, 403–416. doi:
10.1093/cercor/bhr122
Tole, S., Remedios, R., Saha, B., and Stoykova, A. (2005). Selective require-
ment of Pax6, but not Emx2, in the speciﬁcation and development of
several nuclei of the amygdaloid complex. J. Neurosci. 25, 2753–2760. doi:
10.1523/JNEUROSCI.3014-04.2005
Torii, M., Hashimoto-Torii, K., Levitt, P., and Rakic, P. (2009). Integration of
neuronal clones in the radial cortical columns by EphA and ephrin-A signalling.
Nature 461, 524–528. doi: 10.1038/nature08362
Tuoc, T. C., Radyushkin, K., Tonchev, A. B., Piñon, M. C., Ashery-Padan, R.,
Molnár, Z., et al. (2009). Selective cortical layering abnormalities and behavioral
deﬁcits in cortex-speciﬁc Pax6 knock-out mice. J. Neurosci. 29, 8335–8349. doi:
10.1523/JNEUROSCI.5669-08.2009
Tuoc, T. C., and Stoykova, A. (2008). Er81 is a downstream target of Pax6 in cortical
progenitors. BMC Dev. Biol. 8:23. doi: 10.1186/1471-213X-8-23
Wang, Y., Brzozowska-Prechtl, A., and Karten, H. J. (2010). Laminar and columnar
auditory cortex in avian brain. Proc. Natl. Acad. Sci. U. S. A. 107, 12676–12681.
doi: 10.1073/pnas.1006645107
Warren, N., Caric, D., Pratt, T., Clausen, J. A., Asavaritikrai, P., Mason, J. O.,
et al. (1999). The transcription factor, Pax6, is required for cell proliferation and
differentiation in the developing cerebral cortex. Cereb. Cortex 9, 627–635. doi:
10.1093/cercor/9.6.627
Wen, J., Hu, Q., Li, M., Wang, S., Zhang, L., Chen, Y., et al. (2008). Pax6 directly
modulate Sox2 expression in the neural progenitor cells. Neuroreport 19, 413–417.
doi: 10.1097/WNR.0b013e3282f64377
Wilkie, A. O. (2005). Bad bones, absent smell, selﬁsh testes: the pleiotropic con-
sequences of human FGF receptor mutations. Cytokine Growth Factor Rev. 16,
187–203. doi: 10.1016/j.cytogfr.2005.03.001
Yu, Y. C., Bultje, R. S., Wang, X., and Shi, S. H. (2009). Speciﬁc synapses develop
preferentially among sister excitatory neurons in the neocortex. Nature 458, 501–
504. doi: 10.1038/nature07722
Zhou, C. J., Borello, U., Rubenstein, J. L., and Pleasure, S. J. (2006). Neuronal
production and precursor proliferation defects in the neocortex of mice with loss
of function in the canonicalWnt signaling pathway. Neuroscience 142, 1119–1131.
doi: 10.1016/j.neuroscience.2006.07.007
Zhou, C. J., Zhao, C., and Pleasure, S. J. (2004). Wnt signaling mutants
have decreased dentate granule cell production and radial glial scaffolding
abnormalities. J. Neurosci. 24, 121–126. doi: 10.1523/JNEUROSCI.4071-03.2004
Conflict of Interest Statement: The authors declare that the researchwas conducted
in the absence of any commercial or ﬁnancial relationships that could be construed
as a potential conﬂict of interest.
Received: 13 May 2013; paper pending published: 26 June 2013; accepted: 21 October
2013; published online: 12 November 2013.
Citation: Aboitiz F and Zamorano F (2013) Neural progenitors, patterning and ecology
in neocortical origins. Front. Neuroanat. 7:38. doi: 10.3389/fnana.2013.00038
This article was submitted to the journal Frontiers in Neuroanatomy.
Copyright © 2013 Aboitiz and Zamorano. This is an open-access article dis-
tributed under the terms of the Creative Commons Attribution License (CC BY).
The use, distribution or reproduction in other forums is permitted, provided
the original author(s) or licensor are credited and that the original publica-
tion in this journal is cited, in accordance with accepted academic practice. No
use, distribution or reproduction is permitted which does not comply with these
terms.
Frontiers in Neuroanatomy www.frontiersin.org November 2013 | Volume 7 | Article 38 | 15
